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SEQUENCE LISTING 



<110> Glucksmann, Maria A. 
Kadambi, Vivek 



<120> 33358, A NOVEL HUMAN ANKYRIN FAMILY MEMBER AND USES THEREOF 



<130> MNI-162CP 



<150> 60/212,222 
<151> 2000-06-16 



<160> 3 



<170> FastSEQ for Windows Version 4.0 



<210> 1 

<211> 1538 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (75) . . . (1046) 



<400> 1 

gcgtccgcgg acgcgtgggt tataactcag tgaaatttta cagtcctagg accctataca 60 
gagcataagc caaa atg gaa gat ggt cct gtt ttc tat ggc ttt aaa aac 110 
Met Glu Asp Gly Pro Val Phe Tyr Gly Phe Lys Asn 

15 10 



att ttt att aca atg ttt get acg ttt ttt ttc ttt aag ctt tta att 
lie Phe lie Thr Met Phe Ala Thr Phe Phe Phe Phe Lys Leu Leu lie 
15 20 25 



15? 



aaa gtt ttt ttg get etc eta acc cat ttc tat ate gtc aaa gga aat 206 
Lys Val Phe Leu Ala Leu Leu Thr His Phe Tyr He Val Lys Gly Asn 
30 35 40 



aga aaa gaa gcg get agg ata gca gaa gag ate tat ggt gga att tea 254 
Arg Lys Glu Ala Ala Arg He Ala Glu Glu He Tyr Gly Gly He Ser 
45 50 55 60 



gat tgc tgg get gat cga tec cca ctt cat gaa get gca get cag ggg 
Asp Cys Trp'Ala Asp Arg Ser Pro Leu His Glu Ala Ala Ala Gin Gly 
65 70 75 



302 



cgc tta ctg gee ctt aaa act tta att gca caa ggt gtc aat gtg aac 
Arg Leu Leu Ala Leu Lys Thr Leu He Ala Gin Gly Val Asn Val Asn 
80 85 90 



350 



ctt gtg aca att aac egg gtg tct tct etc cac gag gca tgc ctt gga 
Leu Val Thr He Asn Arg Val Ser Ser Leu His Glu Ala Cys Leu Gly 
95 100 105 



398 
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ggt cac gtg gcc tgt gcc aaa gcc tta ttg gaa aat ggt gca cac gtc 44 6 

Gly His Val Ala Cys Ala Lys Ala Leu Leu Glu Asn Gly Ala His Val 

110 115 120 

aat gga gtg aca gtt cac gga gcc aca ccc etc ttc aat get tgc tgc 494 

Asn Gly Val Thr Val His Gly Ala Thr Pro Leu Phe Asn Ala Cys Cys 

125 130 135 140 

age ggc agt get gca tgt gtc aat gtg ctg ctg gag ttc gga gcc aag 542 

Ser Gly Ser Ala Ala Cys Val Asn Val Leu Leu Glu Phe Gly Ala Lys 

145 150 155 

gcc cag ttg gag gtg cac ctg gcc teg ccc ate cat gag gca gtg aag 590 

Ala Gin Leu Glu Val His Leu Ala Ser Pro lie His Glu Ala Val Lys 

160 165 170 

aga ggt cac aga gag tgc atg gag ate ctg ctg gca aat aat gtt aac 638 

Arg Gly His Arg Glu Cys Met Glu lie Leu Leu Ala Asn Asn Val Asn 

175 180 185 

att gac cat gag gtg cct cag etc gga act ccc eta tat gtg gcc tgc 686 

lie Asp His Glu Val Pro Gin Leu Gly Thr Pro Leu Tyr Val Ala Cys 

190 195 200 

acc tac cag agg gta gac tgt gtg aag aaa ctt eta gaa tta gga gcc 734 

Thr Tyr Gin Arg Val Asp Cys Val Lys Lys Leu Leu Glu Leu Gly Ala 

205 210 215 220 

agt gtc gac cat ggc cag tgg ctg gac acc cca etc cat get gca gcg 782 

Ser Val Asp His Gly Gin Trp Leu Asp Thr Pro Leu His Ala Ala Ala 

225 230 235 

agg cag tec aat gtg gag gtc ate cac ctg eta acc gac tat gga get 830 

Arg Gin Ser Asn Val Glu Val lie His Leu Leu Thr Asp Tyr Gly Ala 

240 245 250 

aac ctg aag cgt aga aat get cag ggc aaa agt gcg ctt gat ctg gcg 878 

Asn Leu Lys Arg Arg Asn Ala Gin Gly Lys Ser Ala Leu Asp Leu Ala 

255 260 265 

get cca aaa age age gtg gag cag gca etc ttg etc cgt gaa ggc cca 926 

Ala Pro Lys Ser Ser Val Glu Gin Ala Leu Leu Leu Arg Glu Gly Pro 

270 275 280 

cct get ctt tec cag etc tgc cgc ctg tgt gtc egg aag tgt etc ggt 974 

Pro Ala Leu Ser Gin Leu Cys Arg Leu Cys Val Arg Lys Cys Leu Gly 

285 290 295 300 

cga gca tgt cat caa gcc ate cac aag eta cat ctg cca gag cca etc 1022 

Arg Ala Cys His Gin Ala lie His Lys Leu His Leu Pro Glu Pro Leu 

305 310 315 

gaa cga ttc etc eta tac caa tag tcctaagtgt tcctgggaag atacttggaa 1076 
Glu Arg Phe Leu Leu Tyr Gin * 
320 



tgacacagat tgttgtctgc tgtacctaga gtacctaatg tagaagctca acagcttaga 1136 
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ctcctagtat ctttaaatga gmtcagtcga 
ggagtggraa ctcctggtta gtttaatgtt 
ttagctttta gctctttgtt gttaagaaac 
ataggctgtt ttttgatgat tcgggatctt 
tgtatagaca catataaatt caggtggata 
tatgttcttg atttagttcc ttccttcagc 
aataaatctg gtataatttt gaaaaaaaaa 

<210> 2 
<211> 323 
<212> PRT 

<213> Homo sapiens 



agtaaatccc ccatgagcta gaacacttga 1196 

ctcattaacc aaggggcaag tagaaaccat 1256 

ttaaaagaac tgtgaagtag agtgaaaaca 1316 

cttgtaccta aaagtcaaca ttctgaatat 1376 

agattataac aaatgttagg tattccaaga 1436 

ccttccccac tttttttctt tctttccttg 1496 

aaaaaaaaaa aa 1538 



<400> 2 

Met Glu Asp Gly Pro Val Phe Tyr Gly Phe Lys Asn lie Phe lie Thr 

15 10 15 

Met Phe Ala Thr Phe Phe Phe Phe Lys Leu Leu lie Lys Val Phe Leu 

20 25 30 

Ala Leu Leu Thr His Phe Tyr lie Val Lys Gly Asn Arg Lys Glu Ala 

35 40 45 

Ala Arg He Ala Glu Glu He Tyr Gly Gly He Ser Asp Cys Trp Ala 

50 55 60 

Asp Arg Ser Pro Leu His Glu Ala Ala Ala Gin Gly Arg Leu Leu Ala 
65 70 75 80 

Leu Lys Thr Leu He Ala Gin Gly Val Asn Val Asn Leu Val Thr He 

85 90 95 

Asn Arg Val Ser Ser Leu His Glu Ala Cys Leu Gly Gly His Val Ala 

100 105 110 

Cys Ala Lys Ala Leu Leu Glu Asn Gly Ala His Val Asn Gly Val Thr 

115 120 125 

Val His Gly Ala Thr Pro Leu Phe Asn Ala Cys Cys Ser Gly Ser Ala 

130 135 140 

Ala Cys Val Asn Val Leu Leu Glu Phe Gly Ala Lys Ala Gin Leu Glu 
145 150 155 160 

Val His Leu Ala Ser Pro He His Glu Ala Val Lys Arg Gly His Arg 

165 170 175 

Glu Cys Met Glu He Leu Leu Ala Asn Asn Val Asn He Asp His Glu 

180 185 190 

Val Pro Gin Leu Gly Thr Pro Leu Tyr Val Ala Cys Thr Tyr Gin Arg 

195 200 205 

Val Asp Cys Val Lys Lys Leu Leu Glu Leu Gly Ala Ser Val Asp His 

210 215 220 

Gly Gin Trp Leu Asp Thr Pro Leu His Ala Ala Ala Arg Gin Ser Asn 
225 230 235 240 

Val Glu Val He His Leu Leu Thr Asp Tyr Gly Ala Asn Leu Lys Arg 

245 250 255 

Arg Asn Ala Gin Gly Lys Ser Ala Leu Asp Leu Ala Ala Pro Lys Ser 

260 265 270 

Ser Val Glu Gin Ala Leu Leu Leu Arg Glu Gly Pro Pro Ala Leu Ser 

275 280 285 

Gin Leu Cys Arg Leu Cys Val Arg Lys Cys Leu Gly Arg Ala Cys His 

290 295 300 

Gin Ala He His Lys Leu His Leu Pro Glu Pro Leu Glu Arg Phe Leu 
305 310 315 320 

Leu Tyr Gin 
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<210> 3 

<211> 972 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) ... (972) 



<400> 3 

atg gaa gat ggt cct gtt ttc tat ggc ttt aaa aac att ttt att aca 

Met Glu Asp Gly Pro Val Phe Tyr Gly Phe Lys Asn lie Phe lie Thr 

15 10 15 



atg ttt get acg ttt ttt ttc ttt aag ctt tta att aaa gtt ttt ttg 96 
Met Phe Ala Thr Phe Phe Phe Phe Lys Leu Leu lie Lys Val Phe Leu 
20 25 30 



get etc eta acc cat ttc tat ate gtc aaa gga aat aga aaa gaa gcg 144 
Ala Leu Leu Thr His Phe Tyr lie Val Lys Gly Asn Arg Lys Glu Ala 
35 40 45 



get agg ata gca gaa gag ate tat ggt gga att tea gat tgc tgg get 192 
Ala Arg He Ala Glu Glu He Tyr Gly Gly He Ser Asp Cys Trp Ala 
50 55 60 



gat cga tec cca ctt cat gaa get 

Asp Arg Ser Pro Leu His Glu Ala 

65 70 

ctt aaa act tta att gca caa ggt 

Leu Lys Thr Leu He Ala Gin Gly 
85 



gca get cag ggg cgc tta ctg gee 240 
Ala Ala Gin Gly Arg Leu Leu Ala 
75 80 

gtc aat gtg aac ctt gtg aca att 288 
Val Asn Val Asn Leu Val Thr He 
90 95 



aac egg gtg tct tct etc cac gag gca tgc ctt gga ggt cac gtg gee 
Asn Arg Val Ser Ser Leu His Glu Ala Cys Leu Gly Gly His Val Ala 
100 105 110 



336 



tgt gee aaa gee tta ttg gaa aat ggt gca cac gtc aat gga gtg aca 
Cys Ala Lys Ala Leu Leu Glu Asn Gly Ala His Val Asn Gly Val Thr 
115 120 125 



384 



gtt cac gga gee aca ccc etc ttc aat get tgc tgc age ggc agt get 
Val His Gly Ala Thr Pro Leu Phe Asn Ala Cys Cys Ser Gly Ser Ala 
130 135 140 



432 



gca tgt gtc aat gtg ctg ctg gag ttc gga gec aag gec cag ttg gag 
Ala Cys Val Asn Val Leu Leu Glu Phe Gly Ala Lys Ala Gin Leu Glu 
145 150 155 160 



gtg cac ctg gee teg ccc ate cat gag gca gtg aag aga ggt cac aga 
Val His Leu Ala Ser Pro He His Glu Ala Val Lys Arg Gly His Arg 
165 170 175 



528 



gag tgc atg gag ate ctg ctg gca aat aat gtt aac att gac cat gag 
Glu Cys Met Glu He Leu Leu Ala Asn Asn Val Asn He Asp His Glu 



576 
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180 185 190 

gtg cct cag etc gga act ccc eta tat gtg gec tgc acc tac cag agg 624 

Val Pro Gin Leu Gly Thr Pro Leu Tyr Val Ala Cys Thr Tyr Gin Arg 

195 200 205 

gta gac tgt gtg aag aaa ctt eta gaa tta gga gec agt gtc gac cat 672 

Val Asp Cys Val Lys Lys Leu Leu Glu Leu Gly Ala Ser Val Asp His 

210 215 220 

ggc cag tgg ctg gac acc cca etc cat get gca gcg agg cag tec aat 720 

Gly Gin Trp Leu Asp Thr Pro Leu His Ala Ala Ala Arg Gin Ser Asn 
225 230 235 240 

gtg gag gtc arc cac ctg eta acc gac tat gga get aac ctg aag cgt 768 

Val Glu Val He His Leu Leu Thr Asp Tyr Gly Ala Asn Leu Lys Arg 

245 250 255 

aga aat get cag ggc aaa agt gcg ctt gat ctg gcg get cca aaa age 816 

Arg Asn Ala Gin Gly Lys Ser Ala Leu Asp Leu Ala Ala Pro Lys Ser 

260 265 270 

age gtg gag cag gca etc ttg etc cgt gaa ggc cca cct get ctt tec 8 64 

Ser Val Glu Gin Ala Leu Leu Leu Arg Glu Gly Pro Pro Ala Leu Ser 

275 280 285 

cag etc tgc cgc ctg tgt gtc egg aag tgt etc ggt cga gca tgt cat 912 

Gin Leu Cys Arg Leu Cys Val Arg Lys Cys Leu Gly Arg Ala Cys His 

290 295 300 

caa gec ate cac aag eta cat ctg cca gag cca etc gaa cga ttc etc 960 

Gin Ala He His Lys Leu His Leu Pro Glu Pro Leu Glu Arg Phe Leu 
305 310 315 320 

eta tac caa tag 972 
Leu Tyr Gin * 



